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ER biogenesis
related genes
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Promoter region

« ER biogenesis 1

< ERstress |

« Protein abundance 1

« Protein-folding capacity 1
« Cell growth

Robustness of
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ER size regulation by INO2/INO4 complex and OPI1 Squalene Production in ER-expanded yeast
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Shake flask fermentation: 50 ml of YSC-URA medium containing 2% glucose
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